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#2 002 — 00843 



TO* 

[SNtgl] Jg*T© (a) , .(b) Jfctf (c) #&jS#S*i**>7t*« 0 

(b) K3?tf##9 -e^stisr^ swmfflKis^Tim{s<i*m$cm<DT$;m 

AC— £A 2 

[ff^4] &T<Z> (a) Xtt (b) ©DNA*6ft«Ifif, 
(a) ffi^r##8T?^3*iS|tta£BB^^6,«:SDNA. 

6 ] m&m 3 x»4 sa*©ate-?s:*tnfii!i^^^ # 
o] m#mimm<D*>rt>7 i %. ?v <tn y ymMRtywimm^ 

e> Jim t . mmm^m^ i ibs© # > a * k £ &m-t s 
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[ff^i 5] ffl^ir##4-eat$n5i&siB^e>^5DNAi:x hy yy* 
, 1 3 mm<D^^m a 

1 8 ] fB#f#-i§- 8 tlSmSBB^J^ & £ D N A £ * h y > 

[AlgofMlr&ffil*] 

[o o o l ] 
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[0 0 0 2] 

$g# (psoriasis) ^Stt^^f^C?)-ol?^> y , 
[0 0 0 3] 

(i)#fcttf8Sk (.2) «aWStcAft, (3). 
Hff&ttft* (4) ttftf&fe (5) «Stt«5*©5aK:^:aas*is. rcD? 

aa^em***:, *&&ftiiri&<z>jirag • 3"ftJMr©w### e> #s 

• Hffi MB Derma, ||23£, *fl5-2lX, 1997*£ ; 

m mnmiLmomm • m&mmnmm • d^afe mb Derma, 

, H23-30M> 1997^) „ 
[0 0 0 4] 

[0 0 0 5] 

* £ a e>*ir v\s. «^iBT?<D»^a|s*» &tt*»ff£3ft^(z>^« £ 5 urn 
#<fcv*£#a.e,*iT^* (H+mifi:^ mb Derma, m2m. 

, *1-5JC, 1997^ ; /Jn2KB£, »*tt«K*(Z)&& MB Derma, ^2^, I&7-13JC 
, 1997^) . 

[0 0 0 6] 

M6m&ft<DHLAjfiffi&fe?-Mmc&&'tZ > PS0Rl (Psoriasis susceptibil 
ity) ate^-tt, f^0HLA©^>f ^>^&««»C»|iStlfe<W«» 
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T^s=. (*m7z&m. «»4:*©»*tt»firtP, Efc^m. mosm. msos- 

1510S, 1995^) 

[0 0 0 7] 

fit x* & s „ £ ft m & ffi & •* s >f y -fe n y > HI st e> * * * y y t - if a 2 <d fts m k: 
ic^m 3 *i, X S/ * n ^ - if^fc J: o T ^ n ^ * • if 9 > >^lc^g| 
A 2 ^fc^g|$tbSo rne>ODx>fnf;>f k (n>f3l>yx>l, ^"nx^if 

[0 0 0 8] 

^y, *tib&mmRV&n<D&®&frb4 t ^<DV''79?x y<* 

[0 0 0 9] 

z<Dt>% : mzmfcx*v^-i£A 2i (cpla 2 ) i$jj§§fo§&<f£<zm# 

U A°-ifA 2 T*&y, 3tl*X{C3®©^S (c PLA 2 a, cP 
LA 2 iS, c P L A 2 r ) ^m^$tlTV>So c PLA, r ttCa 2+ J|I(C^ 
^WCfStt&SMf'rSCDKl&U cPLA 2 aWcPLA 2 i3[t gBtSH 1 © 
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[0 0 10] 

[0 0 1 1 ] 

»*s©*^*y^-^A 2 K:^uTa^tt©i*v%ia#MS:a^t-*^^««s* 

[0 0 12] 

£ fete ^©*©^^^§^@-e$>§iTbvNS®^x7jNy^-if a 2 £ 

[0 0 13] 

c^^^bcfc^^-rsisffl] 

So 

[0 0 14] 

*A#6)©IB»bfcjK'T ! -r- • (Methods in Molecul 

ar Genetics, £5&, Jgl7-33H> 1994^) £/BV\T. |KM#^iEf)(ACD«A 

T*$&m l x v^ s ins^ «:«*iis«w**r * d &c ct y , ^^s#©^>©T'#m^ 

fc»*#**UTV\*«*Bra*«-?' (GS 2 1 0 1 53te*) £Ji,mbfc 0 , $ 
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Z. t £ Jiffi U Mm*** U A-if A 2 &flMS*fflt!l*.ftfl!rK: J: o T*Hfl&*7?#& 
[0 0 1 5] 

?tet>%. *$£WIZ. J£TF<£> (a) , (b) (c) ^e>3S^StlS^>A 

(a) i?J*f 9Ta<3<l575 ^ MMB#W&fc« * >A*K. 

( b ) mvm^ 9 T*^£*lS r ^ >> VnT 1 ^1/ < ttMMH©7 $ ^ SI 

A-1fA 2 $Sffi«:qrr**>A*K 0 
[0 0 16] 

[0 0 17] 

zbiz, *mmi** mm*yrt*nit%^T. ***u A-if a 2 bb«£ii£# 

[0 0 1 8] 

*fiWOT*<Offl*l*# 8 tt, A«#&^AffiU&ttM39i3t^ (GS2 10 
1 5 3t£tf-) ©»tR««£«&£t?fc h cDNACDS&aSBBTfl&iSU U?U##9 
KflB^cDNAlCa - KSttSfc h©# >A?« (G S 2 1 0 1 5) <D7 

[0 0 19] 

BB^J##8lCatStlSMSSB^tJf@B^J##9K:^StlSr^ ;mb#hcov^ 
WDNAf-^^-X (GenBankWEMBL) 2fctf ^n-^-f 
(NBRFWSWISS-PROT) {C^S*^ D 
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#2002 — 00843 5' 
[0 0 2 0] 

[0 0 2 1] 
[0 0 2 2] 
[0 0 2 3] 

■tfA 2 fcLT<Z>«IB (£4»#tf£'(£ ; biological activity) , ?V 
•fen I) >J^jR©2ffi©x^f i ^/|§^&in*^i» , rS?Stt (jfc^JfcU A°--feA 2 |g 
ft) #*fc*l^m8n?&*l«J:<, Ifl~»20 0E «P*L<i*l~»&l 
6 01, ck>J^*L<«l~^l 2 Of, ZblZftt. b<ttl-^8 0«, 
L/<«l~J^4 0lt'$)S o 
[0 0 2 4] 

fr&&£#>A°#5t<Z>ffi, ®B^J##9T^$tiST^ y^fB#Ifre>&£#>A* 
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MZStMiLT l^U<.tt-etl«k y#<©##«r7^ (conservative ami 

no acid substitutions) Sr^^S # V W9Lft&\f e>*lSo 
[0 0 2 5] 

[0 0 2 6] 

# (conservative substitution variants) 

(naturally occuring allelic variants) j$-g£ft& 

o 

[0 0 2 7] 

%J*U:> b < li^J 8 0 %J£U:, J: y # * L < 8 5 $ £ L 

[0 0 2 8] 

m^9T*mznzT$ ;mmmfrb&z$>rt?n<DMMm®£ its, 

, SB^I#-^9iC^LfeT^^^IB^I^fe^§02 7 5~5 2 5#g (ftJEKXttA 

> Ml~$!l2 0fi, ^Klil^lOI, <fcy#*l/<ttl'~i|i&5fflT*& 
*tC#^£f S#fifl^^i:, *ft*ft, 9 0 %J£Ul, ^KttlSt9 5% 

Ofi, J:U#*b<ttl~»&l 1 Oft 



8 



2003-3010132 




#2002—00843 5 




[0 0 2 9] 

&smfc^##tfe>*i<5 0 fB^j#^8-e^$^sm«®B?(Ii:^«^^ii* 

[0 0 3 0] 

iOA^Igm IB^J#^8T^£*i£i&«IB#!^ «f*!l7 0%j«±, 

[0 0 3 1] 

6 x s scxttz-tinm^<D&mm<z>^ -?v it^^-t/aymntp. 5 

o~6 0ic©ai^ffT, mi enm^^^v #-{i£-i/my%:fi 6xss 
CXtt3tii:^©iati^©^^^^fc/SDT^#Sfe^&ffofc^ 1 x s 

[0 0 3 2] 

tf e»zii:ic j: y#iit#t'ts c m%mmtvxit, -f*> 

[0 0 3 3] 



9 
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t.iZzf^4^-^z/U~^^mtfh. £*l,e>£fflV%S PCR (polymerase chain 
reaction) n n — - A-f -fV ?4 if- */ a >8U /\>f *V if 

-^3>&£Mll#llr;foi*T>. DNA7>f^7'J-/!)^IK • 3fc#T*££ 0 
[0 0 3 4] 

WIL»#©WJK^Jlfli«^&III«LfcmRNA^e> c DNASr^L, 
Z.nZmM.£LT. PCRifCi'JcDNA^SfS, #&tlfc c DNA^^ 

-f if—>3 y c DN A9-f y^y U -->^IT, iScDN 

^>r^u-S:^^y-->yi-sz:^tcj:y, M^fi^ffiHate-?- u 

[0 0 3 5] 

cDNA5^^7'J-W; ^ V ?DNA7>fy7 U -ffflDNA7^^7 
U — fMolecular Cloning] (Sambrook, J., Fr 

itsch, E.F.&tFManiatis, T.^f. Gold Spring Harbor Laboratory Press J; y 1 

9 8 9^^ci§frj) izmm&jjmc&vmmirzziiiwg&o &sv^ nm.® 

[0 0 3 6] 
[0 0 3 7] 

#38lfl© M1$<D&te*MM%.&ffilC i S: VmM9&L (overexpres 

sion) St^imt^SSo fifi©^>7l^^/<^^ 
(fusion protein) <DJ&T*ft&Z'&&m't&Z.£.%'T*$t&. 
[0 0 3 8] 
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&mm<D*yrt*n*mmmm (overexpression) m%.\*. M 

[0 0 3 9] 

Z-CHOMM. t hHe L afflM&30 (Spodoptera frugiperda 

SF9, SF21^) LXm^&Z.£.&#1Z bV> 0 

[0 0 4 0] 

[0 0 4 1 ] 
[0 0 4 2] 

#3§f!l!<Z>#>/\°?M£=l- Kf§DNAtttlt e^#JC#^E-r-5mRNA 

^3«r^BCE>iav^HB^fS:«tf-r« £ i: #T? £ So igft L feSSS^S^ D N A tt, 
DNACfbm IcfSacDNACDWf^biltt^ «2£IB#[©--«J*3E*K: <fc o 



1 1 
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fi^M^lA^ (site specific mutagenesis) (Markt^ Proceedings of Nation 
al Academy of Sciences, H81#. ^5662-5666H> 1984^) ^IC J: o THife"? 

[0 0 4 3] 
[0 0 4 4] 

#»W©*>A*«&j8Sf3fc3Si (overexpression) 3 £ iZ «fc y „ jWJffiJtC 

[0 0 4 5] 

XtSii (DNAf KfiRNA : tfy df^^ K^L<«sKy V* 

LTte, 12^J##8T?^$tlSISSSB^e>«iSDNA©, Jtfflf, ^ 

[0 0 4 6] 

C -5 £ V> e> 3 SrS^f £ 0 
[0 0 4 7] 
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[0 0 4 8] 

litrBBT?#e>;flfe#ift&;§V^, (immunochemical assay 

[0 0 4 9] 

e>tl,fe3i^©^^7}>U A-if A 2 ?Sffi©M^^r^ (Underwood e>. The Journal o 
f Biological Chemistry. |£273#, ^21 926-2 1932K, 1998^) iC £ o Tfitfgf 

[0 0 5 0] 

*3&l£<Z>#>/\ 0 ^»teU *X^'J A- if A 2 |fiWM©#$ttfW\ I^^X 
[0 0 5 1] 

[0 0 5 2] 

o -m^mts zm-tz mmmm. ( u # > k) i* man * s Bngs^ig v n 

a 

[0 0 5 3] 
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[0 0 5 4] 

. mm(Dfemm^mm*m<D®&<DmM&}£izmmxi*. ^jfcw, mm^nm 
7>yK ^v^<Dm%mm(Dmm^MzM\sX&mmi*.nz> a 

[0 0 5 5] 
[0 0 5 6] 

[0 0 5 7] 

mRN AfcJfffffiU IfflmRNA (XWtScDNA) ^^#^^-5^0^ 



1 4 
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[0 0 5 8] 

*mW<Dmte*&&<DmRNA (Xltftfo-fZ c DN A) ©tftffi • «SlC«, 
RT-PCR (reverse transcriptase-polymerase chain reaction) ^ ( TpcR 
Protocolsj Innis MA.Gelfad DH, Sninsky JJ and White TJ eds. , Academic Pr 
ess, Sandiego, 1990^) , RT-PCRSMlfei AFLP^ (Kawamoto 
P>, Genome Research, ||9#, H1305-1312K, 1999^) , DNAY-fi'D7b 
^itl<!iDNA?^?0f«);^ (Schenak, Science, H270#, H467-47 
OK, 1995#; FodorP,, Science, ^251#, Jg767-773M> 1991^) , &£>\ Ji 

[0 0 5 9] 

-PCR^^bfeiAFLPiS, RT-PCR^i U 
[0 0 6 0] 

X^m-TS c DN A) *©4tM^^i^SlB^J&^"rsM^S:#tf^&iiiIiI-r 
KSfOmRNAifJMlfecDNA&iihUPCR^lim, #<d*i£P 

[0 0 6 1] 

mRNA (XttMtScDNA) <Z)&ffi • $b£{C;}3^T&, iim, 
*tfc^-&5fctf)m.RNA (XtettJfolTZ> c DNA) *©#M^^^SIB^i?:^' , r -5 

[0 0 6 2] 

mmwte&mmwzm-t&ffimte, mzm%.zn&^iDK mRNA (x&*f/s 
^cdna) (D3'^m<Dmmt, ffi*0mfc*iz-$3tfz>mFmm&tfH5^ 



1 5 
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¥K&V&Z<D&$te3'3i9Sfflffl&£lsX1ii* mZ-it. GS2 10 15I^ 
0mRNA®3j<iJ A^f>±^©f|!JiC^tSMb o I SSISPffi* *T 

[0 0 6 3] 

mt* £ 2ri£ £M r £ & . 

[0 0 6 4] 

#§fp! feffllfit £ =fe © T* »fc W 
[0 0 6 5] 

U— — >t? (Molecular Cloning) j (Sambrook, J., Fritsch, E.F.&tFManiat 
is, T. Cold Spring Harbor Laboratory PressJ: y 1989^jC^flf) fCgB^tf) 

[0 0 6 6] 

itjKUh<D-%1& (Methods in Molecular Genetics, H5#, H17-33H, 1994 
^) mmO^mK^X, tf^-f - -7»^ (Body Map) &{C«fc»J, J^"FCD <fc e> 

[0 0 6 7] 

(i) ^#-^^-©11^ 

<<>?*-zf5x$ Kpuci i 9 ammmtm') &«8s*ps t imi 

[ 3 H] aTTPR&&-$1-frb?yX7x?-1i£.£:%KB.J&2l£T 



1 6 
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1 9 dam+ mm mm* dh 5 <* ; mmwtt) zmiit Lxw&Lmm-t 

„ *V3&T(DmaftM&s RIMMMm®. (radioactivity) ©fc»J£#JC«J: 
oT^-^-Ufc. -D^-VZ<D«? #~ZH i n c I I tiftUfcf, - 

[0 0 6 8] 

(2) 3* -Jgfaffic DNA5>f^7'J -<D#Sg£##n-><£:&Sfa#I©& 

&i««tbfe^j(tiB»i cmmmtw) $T*®mmizim 

L£^> Z.tlbVy~7)\sfr*>. RNAMHJS^y h (QIAGENftlSL RNeasy kit) 

&jgv\T T»-*;i/RNA«:WiSLfe„ 
[0 0 6 9] 

^<LT^e>tlfeh-^;i/RNA (MUg) («5#«i#XttiE«Aa*) 
fcttMfcU ttfIB (1) "eiii^Lfc^^^-^^^v- (5 0ng) &^-f7 
-hit, MMLV (Moloney murine leukemia virus) CDU/t— X • h^^^. 
?U^#-1£ (Superscript II; BRLftfg) £JgVNT> 3 * £>— # 

IcDNA b U ;* 9 - «t>* U #- if & H & JS V^TnaMR c D N 

A&1=r^L£. ■ZhlZjf^X^Jl? (B I O lOlttS) {■&Z>\,^*7 - 

[0 0 7 0] 

#&*lfe-*«cDNA (^^^-}C#JH§tlfe%©) &WKI!IS5MboI ( 
GATCBB^J&lgm^S) MBamHItllftU $f>}CMb o 17^-^1 
ISbfe*, ^##-£^t^#&:gimftUfc„ ztiZizmm (Mffi& DH5« 

[0 0 7 1] 
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:/l/-h±T?«#3:i&#LfcfJL h * lz-^ictil ( 9 0 TC, 2 0^) U 

tLTPCRZfi^Z. tK.&>), <V % 5. FCDjfAfffJt&JffgLfc. P 
CRtt, 9 3"CT*30^ 5 O'CT* 6 0#, 7 2°Clr 2^ffT'2 

&SBB#I©;*- U df* * l/*^ F (FW (-40) ) T>^iZ>^^*9>f V- 

hbrii. SBM##2ia«©ig^aB^j©^urr5?^ k (rv (-h) ) 

[0 0 7 2] 

*MjS£?To£:^ BJ&DNAS/-*x>-tf-- (Applied Biosystemsfti^ 373A 
[0 0 7 3] 

Srfifev^fejie*, sE&Mm&M&m* 3 0 o^n->W|gMii^0i!ifi3 7 0 

*e^<oa«i4:UTtt, TO3 0 0 oaffl©ae^«$R^#e,tife. 

[0 0 7 4] 

tafaT?#e>tifeM^W$goe) t., ^n->G S 2101 5icoVNT#e>tife 
cDNAIB#|'fi3S (ir tutors cDNA3*m«©JKU A^&ftiaJcm^-rSM 

1 8 ffiSE# 2003-3010132 




#2 0 0 2 — 0 0 8 4 3 5 




[0 0 7 5] 

mmm 2 i & ? i,?m\z&z>$m~7ny r -< jvmm 

tftmMMffllt&bftfc? P->lCOVNT, iH^kOlfcitK (Genome Research 
. 1305-1312^ 1999^) fHS<Z>#&Jc:fi£o T, RT-PCR (reverse 

transcriptase-polymerase chain reaction) $:if!lMtfei AFLP (introduce 
d amplified fragment length polymorphism) ^{CiU, ISiMgiNR&tfiEftjfiBjR 

[0 0 7 6] 

*f, f&M##&8JftL&&jfrilBIR io«.(P 

oi, P02. po3- • p 1 0 hmir&) RxtiEigAfrbnMLfcgzmm 

17M (N01, N02, N 0 3 • • • . N07 £ffiirZ>) <D&«frh h~#;i/ 
[0 0 7 7] 

v-&PCRK:/gv^, tuiaHifeMi© (2) i: i^SUc^st « 3 il tc J: y , 3 
'I-*icDNA (^^-JCfsffl&Stlfcfc©) £Ifc#b£ 0 L/T, 

[0 0 7 8] 

StflBT*#fe#cDNA^-;V^SS:^RB^Mb o I (GATCBBJlJS:B«-rs) 



a^§5ll©7^^- (LP40, LP43, LP46, LP49, JfctfL 
P5 2) fc#T©*3fcffl-&1*T?J9v*fc 0 

P01, P06, N01, N06 -> LP40 (4 0 $SS) 
P02, P07, N02, N07 -» LP43 (4 3SSft) 
P03, P08, N03 -» LP46 (4 6f^S^) 
P04, P09, N04 -» LP49 (4 9MS) 



1 9 



miE^F 2003-3010132 



P 0 5, P10, N05 



#2 0 0 2-0 0 8 4 3 5^ 

lp 5 2 (5 2&gs) nmm 



*#>#*-F (reference) tit, # c D N A rfJjifc 
0t hEMSBfcc DNA^^y-3 oafc^Ofe^©?:^, £*UC&6 
mM3<DmmT#7&- (L P 5 5 ; 5 5tl«) &^b£ 0 
[0 0 7 9] 

ftfia© e l;e)lCbTiiiffgMT^^^--5:^b^cDNA$:^Mi:U, PCR& 

<Di&mmwtm~? ^^^11^%© (f-t7(2 5)^ 

7>f7-> PE Biosystems*±§g) (2pmole) £Jg^£: 0 7>f t>X^7^f7- 
tbtit OT&^tlil^^Ife? IC^W^SB^!! (t^fc^cD 

NA03'*«^'JA^P,i^MtSMb ol^ h£T*CD&«ISWC*<Z> 

ftskt&nw ^^tizm^ih^vr^v i/rr^K (2 P moie) &;gv*fe 

. ^H->GS2101 5©^-?-|g^§:^ffi-r-5fei?)©T>^-fe>X-^^-f V 
[0 0 8 0] 

M/ft$C 1=N01, N 0 2 , P03, P04, P05, # > K 

fcffoWL 2=N03, N04, P 0 1 , P02, P06, RZ$X & > K 
££S?&3=N0 5, N06, P07, P08, &tf*#:y#-K 
£J«4=N0 7, P09, P10, JkT$7,*ytf-}> 

PCRtf^/fctt, 9 4TCt*3 0#, 5 51Ct3 Of, 2°Ct3 O#0^ 

fft-3 5iM *Mtv\ iw^;^bt7 2°ct-3 of®^ffTi^^;i/ 



2 0 0 3 -3 0 
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[0 0 8 1] 

#&*lfcPCRE4feK:oV*Tfcj:, AB I (ABI*t$g) 
[0 0 8 2] 

&Utofry~?fr<D c dn A^"~;i/^fi^-t€>^m'(it{cov>T, ^it>^-Fc 

[0 0 8 3] 

mm(D^t>iCLX, *O->GS2101 5 (Drnte^ftm^U 7 7-f JVZfflffi 
[0 0 8 4] 

^n->GS 2 10 1 StC^jS-fSat^ (GS 2 1 0 1 5lfi^) tt. 

^bt^„ gs 2 i o 1 5 3t^?tt, mmmmmmK^mm^m^uyr^ 



[0 0 8 5] 

mffiM3 GS 2 1 0 1 51^ (McDNA) ®^D-->y 

mmmmM2Kxm&*$&M-7u-7T'(jiitmmLfczu-yGs 2 1 015 

[0 0 8 6] 

iM h*t?©cDNAf^SIB^J:IB^J##4) &=fe>£JC, BLAST^n^A 
&M<^, (GenBank^EMBL) 

7 h (GeneScan) £JBV>T:n* V> fcftffiU T 3 ^ IMB#f 
T^n-r-f Vt'-^^-X (NBRFMSWI S S-PROT) &&fStbfc$§ 
HI* if A 2 (cPLA 2 ) illgFV^rattSr^Ufe. 

[0 0 8 7] 
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U XtifeM^fcPCRtcJ: »J, SSftfflWfi*© c'DN Afr 6>, GS21015 
at-K-T-fiDcDNACDS'^SgWf^r (1 24 6b P ) £Ifc?#bfca 
[0 0 8 8] 

3£{C. Z10D c DNAi^^^n-^ bTjfV^ «*i|iilfi*c DNA5 

l,.,GS2 10 1 53t^©»tR1B«£«&*t^RcDNA&3fc#bfc. 
[0 0 8 9] 

# e> c d n a ©atassB^i bi§?#r b ^«cdna ©f&siM 

(3 5 8 7b P ) &ffi?rj##8JCjgsU ^*UC3- K3*l<5 * > ^*K©T ^ >> Nt 

^^>A°^a©^*«^9 2 kD al?$>ofeo 
[0 0 9 0] 

tfc mfm^sKmLfci&mmmz-D^T. fastamblast^ 

I^IDNAf-^^-^ (GenBankStfEMBL) tC^^ 

7^ yBMK^IJCoV^, FASTA^BLAST^D^7^5:ffiV\ ^n^-f 
(NBRFfttfSWI SS-PROT) JC-g-£ *l£^Ttf>S2#HC 

*f b t tJn *e o y - %im £ ft o c 

[0 0 9 1 ] 

3j>x^u^°-ifA 2 (cpla 2 ) <Dy$jwmFi£.®&micmm&itmLT^ 

[0 0 9 2] 

Sa#I##9 tC^bfeGS 2 10 1 5 ©7^ JWmmil. c PLA 2 «^lt 
bT^5fc;fr!<>£&e>*lTV^ cPLA 2 a, cPLAg 0 &t>* c PLA 2 r©7^ 
; &IB£f 4: & b ^JH & H 2 &c ^ b fe . 



2 2 



2 003-3010132 



#2 002 — 008435 



[0 0 9 3] 

smrnmomismfrb. gs 2 1 0 1 5<ommnmt. 11275-525 
#s (i«A) M6i3~7 9 8#g mmmmB) <DT$;nmmz 
m%-?zmm^&&£Wife2nfr 0 GS2ioi5it c pLA 2 aof 

CPLA 2 |3 ^ISf^lC, (I24~l 4 5#S©7^ -/ ^^fC*B^-T 

izvymw^mm^mv, c a 2+ mm^mizv ymmmiz^-t^ 

[0 0 9 4] 

GS21015O7^;til!l^ c PL A 2 a, c P L A 2 £ JtcTf c P L A 
2 7©7^^IB?rj£:it3irr3£, MWlS AJC& V^&, cPLA 2 ai:31 
.3%. cPLA 2 ^66.0% cPLA 2 y^3 1.7%0iliffi§:^L, 
MWUcB SCfcV^te, cPLA 2 ah28.9%, cPLA 2 /3£51.4%, 
cPLA 2 rfc3 6.4%0ffigtt^lfc o U >fll»fr£««K:a3^*CWU c 
PLA 2 at31.3%, cPLA 2 ^4 5 . 9 %©*BHtt&j3* L£„ 
[0 0 9 5] 

rtie)7^iIM0i:bllillf»?>, GS21015it cPLA 2 ®7 

r ^ u -T?&y, pp^%, cpla 2 jsjcft^jfiv^^a-efesfcmssnfe. 

[0 0 9 6] 

>fy^K7 7h^J©fi^^, GS21015l^m cPLA 2 
iBfcftBi&i 5gg^J:tc^@i*sr^^!f^bfc. 
[0 0 9 7] 

HJ6M4 GS 2 1 0 1 5 (AiSfU^JH (over expression) 
WmMffiMST'&misfcGS 2 10 1 5it^G£;Rc DNA)£PCRKU: y 

JfMBLfe. PCR7°7^T-i: btlt cDNA^cs'lWS'l 

[0 0 9 8] 

^vnt*, mbnfcPCRmm cgs 2 1 0 1 5<Dmmm^±M^tic dna 

$T#) ^^^-77^U*pcDNA4 HisMax (Invitrogenfrgg) 
©E c o RI$gm®mz1$AirZ > Z.£lZ£ »j, GS 2 1 0 1 5©$83Ug/<**- 
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K&«aiLfe'. CIOS&^M^?*-^^ Ktt, GS21O150N 
[0 0 9 9] 

COS-7»fi (IIRCB 0539) 2X1 0 6 *Hfl6/ 10c mr-f y 

X«*fMi: bT^?#-^X^ FpcDNA4 HisMax) ©10/igl: 
, U)K7x^i/3>^i (Qiagenftig, superfect) £ h % tCM V>T C O S - 7 

[0 10 0] 

»38«SffeGS2 1.0 15 (N5fc3jg, His^mUbfct)©) 

0 i"^t>t>, J&#«<Z>ilIJ«*:IBJRU (10 mM HEPES pH7.5 

, lmM EDTA, 0.34M 2/a|g, 1 mM PMSF % 0 . 1 M DTT) 5 
00/tl S:in^.TJffliia»»L/fe. i©«Iifi»»»t&3»^ (1 5,00 0 r P m, 

1 5#|8I) U fffll 0 ti 1 &SDS-^UT^U;i/T^ K 

[0101] 

-fe^ K^-Y^iCJ: y, W>A^f&PVDFl (Milliporefrlg 
, Immobilon-P membrane) iC^^Lfc^, M & ^ n y 3p > (:/Dy#n:- 

IdSC, JfiH i s ZfWk (Q I AGENIi® (10 0 0<f&#*0 tmUX'Zm 
ffl&JfoZ1£fr^ PBS-Tween (0.1% Tween Sr^tf V >WlM1£ 

x~m&Lt=. a ^vnt% *K**i/#-i£mnvr=.%ir<ry7s i sg 

(Sigma*±§g) tlST'2^TO^ffeWb, 3 (EC 
LWA, Amersham*±§g) &M^T, JftH i s # ^#fc|g-£LfcHI|tfiCD* > 

[0 10 2] 

#^#}&n£*l£:G S 2 10 15 }C^B^t--S^S^9 7 kD#j£fC 
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[0 10 3] 

GS 2 1 0 1 5(DtH^V A°— fcf A 2 m&(DW%. 

ZZtlZZV, GS 2 1 0 1 5<DtisXfcV ^-HAzfc&ZM^tc, 
[0 10 4] 

£1% ^^fxTT'|g^$^:fe i h-f 2 - [ 14 c] y^* K-;b- 

^^^T^^Vb=lU> (Life Science Products *±$g) 2 /tMiC^S <fc "5 fC 
MSIft (lOmM HEPES pH7.5, 1 0 mM i&fcjtJJlisV A. 1 
5 0mM Mth'J^A, 3 0% ^JtD-jK lmg/ml ? £/Jfitfjt T ;i/ 

, n&m&isito 3©ifM2 5o jB i{c, Btfga^M4T'^ufe> ss^im 

ihltpcDNA4 Hi sMa xZh^ >X-7 n Pi/ 3yLTmfcMti&$$M 
m<D±m) &10/il»Lt, SiSiPl^lfc. 3 7TCT% 0. 15. 3 0, 

xte6o&mumvx)xmitfi-ofcm^ \*-;utm (2-^n;v-*.-^ 

* > : 1 N «fcg& = 20:5:1) 1.25ml &;&&;tT>£^£^ifc£i±fc 0 $ £ 

ZMitXffiWl,, s\?*y0.7 5ml3ttJf>f*>«ift7fc0.7 5ml &#|*.T 1 

>M5ml £Ml§r^. ^>^-^3>#*>#-T?^;r?Sffi£W^l<£,> 
[0 10 5] 

C£j£f$l^fc$S*£i:a>*Bg8) «®3tf>iiUT&'J, GS21015# 
[0 10 6] 

H»J6 in situ /W:/y iJf-r If- 3 J: SGS 2 1 0 1 5 

2 5 mSEiff 2 0 0 3 -3 0 
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Kh<Dnmfcmmm%L&]E'mfemmm*%^T in situ /w^y #y 

a>Zfi ?ZL£IZ£ y, h^iffMBJCfctt^GS 2 10 1 5mRNA©M 
[0 10 7] 

in situ /W:/y ^-f^-i/H>lCfe^§^n-^i:LTl±> |rffHH»J3^ 
MbfeGS2 1 0 1 5lfe?(^cDNA)0^ (3f*Ktf®tt»B?!!ttU 
SB^J##8iCj*bfc^SIB#J<Z)3g2 5 2 2 — 3 2 3 6 # g ©f&SBWCfg^'r £ 

0 ) SrpBluescript^**- (Stratagene*±^[) JC#I»&<^ 0J|$ggP 
fXbalMAccItjillbfctlC, 3*1 ITT 7 RNA^'J^ 
^-iO$:tfT3 RNAjK'J ^-iflC^S^fc^ToT^fcc RNA^n-^" 
£MV^„ ^Jtra^©#^tKin situ A>f #-f if- */ 3 > 

(^#m±^e>. mjb&x^ su#(9) mr^vb-^mm^uhn-jv a) 

D I G;\>f^'J #Vi?-S/3 1994^) IB^GD^SfCipCTfT o 

[0 10 8] 

-£<Z)j^, GS 2 1 0 1 5mRNAii, ffc^jf M^^JlMT^ill It V^ 
^o^. tot, ^^Jt»JCfeVAT{*i£S>gitTOi:J:b«ebTGS 2 1 0 1 
[0 10 9] 

mmM7 J -*?y*7UVT-{ >^ICJ:SGS 2101 5(DmmMffi 
&m<DK. hilS^mRN AS:^n^ hb£rf?$tflg [3|C#MiK*±SgGeneHunter 
(n- K#-*§- : MRB-111. MRB-112, MRB-113, MRB-114, MRB-311. &t>*MRB-312) 

1 zm^x ; -ify^uyrj yy*ftt>z.£.iz& y, ii h s 

G S 2 1 0 1 5 mRNAOM?:ilfbfe„ 
[0 110] 

GS 2 1 0 1 5 5t^(^c DNA)fflifr (^tc DN Ai^©i|I@EM}i, 
»J##8fCj*Ufc&g»J<Z>3£9 9~7 7 0#g©mSWJtC^^1-§„ ) £ 
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[0 111] 

J -*?y-?UV7-j ytfOffi^ GS 2 1 0 1 5mRNACD^V^j!j?J|&M 

„ cPLA 2 a, cPLA 2 j8McPLA 2 r(i, mt^^X(Dm.UV^m-t 
&Z£tfj®btlT&V (PickardP,, The Journal of Biological Chemistry, H 
274^, H8823-8831K. 1999^) , I©^G S 2 1 0 1 5 \tfgM$<D c P L A 2 

[0 112] 

IM##l~3&t>*5~7<Z>-7y-^* h 

<223>AXlft&C^&£;ri£^>f v-<Z)@g#I (Artificially Synthesized Primer 



<110> Tanabe Seiyaku Co. , Ltd. 

<120> A Novel Phosphol ipase Ag and the gene thereof. 
<130> A00-4783 
<160> 9 

<170> Patentln Ver. 2.0 
<210> 1 



Sequence) 



SEQUENCE LISTING 
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<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 
<400> 1 

gttttcccag tcacgacgtt g 21 

<210> 2 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 



<210> 3 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 



<400> 2 



accatgatta cgccaagctt g 



21 
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<223> Artificially synthesized primer sequence 



<400> 3 



tgtaaaacga cggccagt 



18 



<210> 4 
<211> 87 
<212> DNA 

<213> Homo sapiens 
<400> 4 

gatcatgtgg ttttgtcgtg tattttatta atgtactcta ttgcattaat tggtttttgg 60 
atattaaacc aactttgcat tcctaaa 87 

<210> 5 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Artificially synthesized primer sequence 



<400> 5 



gtacacgaca aaaccacatg a 



21 
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<210> 6 
<211> 25 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Artificially synthesized primer sequence 
<400> 6 

gtccagcgca gccccgcaga gctcc 

<210>7 
<211> 25 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Artificially synthesized primer sequence 
<400> 7 

aaatacacga caaaaccaca tgatc 

<210> 8 
<211> 3587 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (99).. (2552) 

<400> 8 

ggccgctgtc ctatcccact gggaccgtcg ctgccactca gccagagagc cagcatcttg 60 

gcaagggctg ggcctggagt gaagctggaa gggctagc atg gag age ctg tea cct 116 

Met Glu Ser Leu Ser Pro 
1 5 

ggg gga cca act ggc cac cct tac cag ggg gag gee tct acc tgc tgg 164 
Gly Gly Pro Thr Gly His Pro Tyr Gin Gly Glu Ala Ser Thr Cys Trp 

10 15 20 

cag etc aca gtg agg gtc ctg gag gcg egg aac ctg cgc tgg get gac 212 
Gin Leu Thr Val Arg Val Leu Glu Ala Arg Asn Leu Arg Trp Ala Asp 

25 30 35 

ctg ttg agt gag gee gac cct tac gtg ate eta cag ctg teg acc gca 260 
Leu Leu Ser Glu Ala Asp Pro Tyr Val lie Leu Gin Leu Ser Thr Ala 
40 45 50 

cct gga atg aag ttt aag acc aag acg etc acc gac acc agt cat cct 308 
Pro Gly Met Lys Phe Lys Thr Lys Thr Leu Thr Asp Thr Ser His Pro 
55 60 65 70 

gtg tgg aat gag gee ttc cgt ttc ctt ate caa agt cag gtc aag aat 356 
Val Trp Asn Glu Ala Phe Arg Phe Leu lie Gin Ser Gin Val Lys Asn 

3 1 0 0 3 - 3 0 1 0 1 3 2 
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75 80 85 

gtt ctg gag ctt age ate tat gat gag gac tea gtc acg gag gat gac 404 
Val Leu Glu Leu Ser He Tyr Asp Glu Asp Ser Val Thr Glu Asp Asp 
90 95 100 

ate tgc ttc aag gtt etc tat gac ate tea gaa gtc etc cct ggc aag 452 
He Cys Phe Lys Val Leu Tyr Asp lie Ser Glu Val Leu Pro Gly Lys 
105 110 115 

ctg etc egg aaa ace ttc tec cag agt ccc cag gga gag gag gag ctg 500 
Leu Leu Arg Lys Thr Phe Ser Gin Ser Pro Gin Gly Glu Glu Glu Leu 
120 125 130 

gat gtg gag ttc ctg atg gaa gaa acg tea gat cgc cca gaa aac etc 548 
Asp Val Glu Phe Leu Met Glu Glu Thr Ser Asp Arg Pro Glu Asn Leu 
135 140 145 150 

ate ace aac aaa gtc att gtg gee cga gag ctg tea tgc ctg gat gtg 596 
He Thr Asn Lys Val He Val Ala Arg Glu Leu Ser Cys Leu Asp Val 
155 160 165 

cat ctg gac age aca ggg age acc get gtg gtt gca gat cag gac aag 644 
His Leu Asp Ser Thr Gly Ser Thr Ala Val Val Ala Asp Gin Asp Lys 
170 175 180 

ctg gag ctg gag ctg gtg ctg aag ggg tec tat gag gac aca cag aca 692 
Leu Glu Leu Glu Leu Val Leu Lys Gly Ser Tyr Glu Asp Thr Gin Thr 
185 190 195 

3 2 2003-3010132 
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tec ttc ctg ggc aca gec tct gec ttc cgc ttc cac tac atg gca gec 740 

Ser Phe Leu Gly Thr Ala Ser Ala Phe Arg Phe His Tyr Met Ala Ala 
200 205 210 

eta gag aca gag ctg age ggg cgc ctg agg age tec aga age aat ggc 788 

Leu Glu Thr Glu Leu Ser Gly Arg Leu Arg Ser Ser Arg Ser Asn Gly 

215 220 225 230 

tgg aat ggg gac aac tea get ggg tac etc act gtg ccc ctg agg ccc 836 

Trp Asn Gly Asp Asn Ser Ala Gly Tyr Leu Thr Val Pro Leu Arg Pro 

235 240 245 

ttg acc att ggg aag gag gtg act atg gat gtt cct get cca aat gec 884 

Leu Thr He Gly Lys Glu Val Thr Met Asp Val Pro Ala Pro Asn Ala' 
250 255 260 

cca gga gtg agg ctg cag etc aag gca gag ggc tgc cct gag gag ctg 932 

Pro Gly Val Arg Leu Gin Leu Lys Ala Glu Gly Cys Pro Glu Glu Leu 
265 270 275 

gec gtg cac ctg ggc ttc aat etc tgt gca gag gag cag gec ttc ctg 980 

Ala Val His Leu Gly Phe Asn Leu Cys Ala Glu Glu Gin Ala Phe Leu 
280 285 290 

age agg agg aag cag gtg gtg gec aag gec ctg aag cag gec ctg cag 1028 

Ser Arg Arg Lys Gin Val Val Ala Lys Ala Leu Lys Gin Ala Leu Gin 
295 300 305 310 

3 3 ffl5E4# 2003-3010132 
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ctg gac aga gac ctg cag gag gat gag gta ccc gtt gtg ggc ate atg 1076 
Leu Asp Arg Asp Leu Gin Glu Asp Glu Val Pro Val Val Gly He Met 

315 320 325 

gec aca gga gga ggt gec egg gee atg ace tea etc tac ggc cac eta 1124 
Ala Thr Gly Gly Gly Ala Arg Ala Met Thr Ser Leu Tyr Gly His Leu 

330 335 340 

ttg gee ttg cag aag ctg ggc etc eta gac tgt gtg ace tac ttc agt 1172 
Leu Ala Leu Gin Lys Leu Gly Leu Leu Asp Cys Val Thr Tyr Phe Ser 

345 350 355 

ggc ate tct ggc tct acg tgg aca atg gee cac ctg tac ggg gac cct 1220 
Gly He Ser Gly Ser Thr Trp Thr Met Ala His Leu Tyr Gly Asp Pro 
360 365 370 

gag tgg teg cag agg gac ctg gag gga cct ate aga tac gee egg gag 1268 
Glu Trp Ser Gin Arg Asp Leu Glu Gly Pro He Arg Tyr Ala Arg Glu 

375 380 385 390 

cac ctg gee aag age aag ctg gag gtc ttt tec cca gag cgc ctg gcg 1316 
His Leu Ala Lys Ser Lys Leu Glu Val Phe Ser Pro Glu Arg Leu Ala 
395 400 405 

age tac cgc egg gag ctg gag ctg egg get gag cag ggc cac ccc acg 1364 
Ser Tyr Arg Arg Glu Leu Glu Leu Arg Ala Glu Gin Gly His Pro Thr 
410 415 420 

ace ttt gtg gac ctg tgg gcg eta gtg ctg gag tec atg ctg cac ggc 1412 
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Thr Phe Val Asp Leu Trp Ala Leu Val Leu Glu Ser Met Leu His Gly 

425 430 435 

cag gtg atg gat cag aag ctg tea gga cag aga gec gec ctg gaa egg 1460 
Gin Val Met Asp Gin Lys Leu Ser Gly Gin Arg Ala Ala Leu Glu Arg 
440 445 450 

ggt cag aac cct ctg ccc etc tac ttg age etc aat gtc aaa gag aac 1508 
Gly Gin Asn Pro Leu Pro Leu Tyr Leu Ser Leu Asn Val Lys Glu Asn 
455 460 465 470 

aat ctg gag aca ctg gac ttc aag gag tgg gtt gag ttc tec ccc tat 1556 
Asn Leu Glu Thr Leu Asp Phe Lys Glu Trp Val Glu Phe Ser Pro Tyr 
475 480 485 

gag gtc ggt ttc ctg aag tac ggg gec ttc gtc cct cct gag etc ttc 1604 
Glu Val Gly Phe Leu Lys Tyr Gly Ala Phe Val Pro Pro Glu Leu Phe 
490 495 500 

ggc tec gag ttc ttc atg gga egg ctg atg agg agg ate ccg gag ccc 1652 
Gly Ser Glu Phe Phe Met Gly Arg Leu Met Arg Arg He Pro Glu Pro 
505 510 515 



egg ate tgc ttt ctg gaa gee ate tgg age aac att ttc tec ctg aac 1700 
Arg He Cys Phe Leu Glu Ala lie Trp Ser Asn He Phe Ser Leu Asn 
520 525 530 

ctg ctg gat gee tgg tat gac etc ace agt tct ggg gag tec tgg aaa 1748 
Leu Leu Asp Ala Trp Tyr Asp Leu Thr Ser Ser Gly Glu Ser Trp Lys 
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i 

535 540 545 550 

cag cac ate aag gac aag acc agg age tta gag aag gag ccc ctg acc 1796 
Gin His He Lys Asp Lys Thr Arg Ser Leu Glu Lys Glu Pro Leu Thr 

555 560 565 

acc teg ggg acc tec teg egg ctg gag gee teg tgg ctg cag cca ggc 1844 
Thr Ser Gly Thr Ser Ser Arg Leu Glu Ala Ser Trp Leu Gin Pro Gly 

570 575 580 

acg gcg ctg gee cag gca ttt aaa ggc ttc ctg aca ggc agg ccc etc 1892 
Thr Ala Leu Ala Gin Ala Phe Lys Gly Phe Leu Thr Gly Arg Pro Leu 
585 590 595 

cac cag cgc age ccc aac ttc etc cag ggc etc cag ctg cac cag gac 1940 
His Gin Arg Ser Pro Asn Phe Leu Gin Gly Leu Gin Leu His Gin Asp 
600 605 610 

tac tgt age cac aaa gac ttc tec acc tgg gca gac tac cag ctt gac 1988 
Tyr Cys Ser His Lys Asp Phe Ser Thr Trp Ala Asp Tyr Gin Leu Asp 
615 620 625 630 

tec atg ccc age cag ctg acc ccc aag gag ccc egg etc tgc ctg gtg 2036 
Ser Met Pro Ser Gin Leu Thr Pro Lys Glu Pro Arg Leu Cys Leu Val 
635 640 645 

gac gee gee tac ttc. ate aac acc age tct ccc tec atg ttc egg cca 2084 
Asp Ala Ala Tyr Phe lie Asn Thr Ser Ser Pro Ser Met Phe Arg Pro 
650 655 660 
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ggc cgc agg ctg gac etc ate etc tec ttc gac tac tec eta tct gcg 2132 
Gly Arg Arg Leu Asp Leu He Leu Ser Phe Asp Tyr Ser Leu Ser Ala 
665 670 675 

ccc ttc gag gca ctg cag cag acg gag ctg tac tgc egg gee egg ggg 2180 
Pro Phe Glu Ala Leu Gin Gin Thr Glu Leu Tyr Cys Arg Ala Arg Gly 
680 685 690 

ctg ccc ttc ccc egg gtg gaa ccc age cct cag gac cag cac cag cca 2228 
Leu Pro Phe Pro Arg Val Glu Pro Ser Pro Gin Asp Gin His Gin Pro 
695 700 705 710 

agg gaa tgc cac etc ttc tea gac ccc gec tgc ccc gag gec ccg ate 2276 
Arg Glu Cys His Leu Phe Ser Asp Pro Ala Cys Pro Glu Ala Pro He 
715 720 725 

ctg ctg cac ttc ccg ctg gtc aat gec tec ttc aag gac cac tea gee 2324 
Leu Leu His Phe Pro Leu Val Asn Ala Ser Phe Lys Asp His Ser Ala 
730 735 740 

ccc ggt gtc cag cgc age ccc gca gag etc cag ggt ggc caa gtg gat 2372 
Pro Gly Val Gin Arg Ser Pro Ala Glu Leu Gin Gly Gly Gin Val Asp 
745 750 755 

etc acc ggg gec acc tgc ccc tac acc ctg tec aac atg acc tac aag 2420 
Leu Thr Gly Ala Thr Cys Pro Tyr Thr Leu Ser Asn Met Thr Tyr Lys 
760 765 770 
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gag gaa gac ttc gag cgc ctg ctg egg etc agt gac tac aac gtg cag 2468 
Glu Glu Asp Phe Glu Arg Leu Leu Arg Leu Ser Asp Tyr Asn Val Gin 
775 780 785 790 



ace age cag ggt gec ate ctg cag gec ctg agg acc gcg ctg aag cac 2516 
Thr Ser Gin Gly Ala lie Leu Gin Ala Leu Arg Thr Ala Leu Lys His 
795 800 805 

egg act eta gag gcg agg cct cca agg gca cag acc tgaggttgct 2562 
Arg Thr Leu Glu Ala Arg Pro Pro Arg Ala Gin Thr 
810 815 

cagaggctgc aggaccctcc agggectgeg ggcataacct gatctgtagc tgggctcagc 2622 

cacaggcctt cctggttgga gttctgggct ctcccaggcc tgggtggcct ctgtagctgg 2682 

tctcactgcc cagagggaac tgcacacaca gacttctctc ttacgttcat ggctggcttg 2742 

agatgagttg aaaataactt cgccaggcca gtgtgtagaa cagctggtcc aaccagacag 2802 

actttcacac cacaattact tccatgcctg agcaggatag atttgaagtg caagceggag 2862 

gcagcagatc aggagtaggg acaggaagga caggggatgc ctgacctgac aggtggcttc 2922 

aggecteggg aatcacaaga catcctgaac acattgcctc ctcatcttct tcctgctcct 2982 

ccacctcctc ctctccttgt ccttctcctc tttgtcctcc tgctttccgt atccaagtct 3042 

tgtacttgtt taaatttatt cctaaatatt ttattctttt tgataagtgg agttactttc 3102 
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ttaatttcat ttagattatt cattgctatt ttatagaaat acaatggatt tttaaatgtt 3162 



gatcttgtat tccgcaatct tgctgaagtt gtttaccggc tctaatactt ttgcggattt 3222 



cttagaattt tctgtagaca gatcatgcca tctccaaata gagatggttt tacttcttcc 3282 



tgtctgatct gaatgccttt tatttatttt tcccaattgc cctgagcagt acaatgatga 3342 



acacacgttt caagagcaga catcttgtct tgttcctgac tctgacaaga aagcataagt 3402 



ctctcaccat ttagtgtgat tttagctgtg ggtttttctt ggacatcctt atcaggttga 3462 



gaaagttctc ttttatttct agtttattga gtgttttatg atgaaacggt gttaggtttt 3522 



gtcaagtgat ttttctgtgt ctatgggcat gatcatgtgg ttttgtcgtg tattttatta 3582 



atgta 3587 



<210> 9 
<211> 818 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Met Glu Ser Leu Ser Pro Gly Gly Pro Thr Gly His Pro Tyr Gin Gly 
1 5 10 15 
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Glu Ala Ser Thr Cys Trp Gin Leu Thr Val Arg Val Leu Glu Ala Arg 

20 25 30 

Asn Leu Arg Trp Ala Asp Leu Leu Ser Glu Ala Asp Pro Tyr Val He 
35 40 45 

Leu Gin Leu Ser Thr Ala Pro Gly Met Lys Phe Lys Thr Lys Thr Leu 
50 55 60 

Thr Asp Thr Ser His Pro Val Trp Asn Glu Ala Phe Arg Phe Leu He 
65 70 75 80 

Gin Ser Gin Val Lys Asn Val Leu Glu Leu Ser He Tyr Asp Glu Asp 

85 90 95 

Ser Val Thr Glu Asp Asp lie Cys Phe Lys Val Leu Tyr Asp He Ser 
100 105 110 

Glu Val Leu Pro Gly Lys Leu Leu Arg Lys Thr Phe Ser Gin Ser Pro 
115 120 125 

Gin Gly Glu Glu Glu Leu Asp Val Glu Phe Leu Met Glu Glu Thr Ser 
130 135 140 

Asp Arg Pro Glu Asn Leu He Thr Asn Lys Val He Val Ala Arg Glu 
145 150 155 160 

Leu Ser Cys Leu Asp Val His Leu Asp Ser Thr Gly Ser Thr Ala Val 
165 170 175 
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Val Ala Asp Gin Asp Lys Leu Glu Leu Glu Leu Val Leu Lys Gly Ser 
180 185 190 

Tyr Glu Asp Thr Gin Thr Ser Phe Leu Gly Thr Ala Ser Ala Phe Arg 
195 200 205 

Phe His Tyr Met Ala Ala Leu Glu Thr Glu Leu Ser Gly Arg Leu Arg 

210 215 220 

Ser Ser Arg Ser Asn Gly Trp Asn Gly Asp Asn Ser Ala Gly Tyr Leu 

225 . 230 235 240 

Thr Val Pro Leu Arg Pro Leu Thr lie Gly Lys Glu Val Thr Met Asp 

245 250 255 

Val Pro Ala Pro Asn Ala Pro Gly Val Arg Leu Gin Leu Lys Ala Glu 

260 265 270 

Gly Cys Pro Glu Glu Leu Ala Val His Leu Gly Phe Asn Leu Cys Ala 

275 280 285 

Glu Glu Gin Ala Phe Leu Ser Arg Arg Lys Gin Val Val Ala Lys Ala 
290 295 300 

Leu Lys Gin Ala Leu Gin Leu Asp Arg Asp Leu Gin Glu Asp Glu Val 

305 310 315 320 



Pro Val Val Gly lie Met Ala Thr Gly Gly Gly Ala Arg Ala Met Thr 

4 1 ME#2 0 0 3 - 3 0 1 0 1 3 2 
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325 



330 



335 



Ser Leu Tyr Gly His Leu Leu Ala Leu Gin Lys Leu Gly Leu Leu Asp 
340 345 350 

Cys Val Thr Tyr Phe Ser Gly lie Ser Gly Ser Thr Trp Thr Met Ala 

355 360 365 

His Leu Tyr Gly Asp Pro Glu Trp Ser Gin Arg Asp Leu Glu Gly Pro 

370 375 380 

He Arg Tyr Ala Arg Glu His Leu Ala Lys Ser Lys Leu Glu Val Phe 

385 390 395 400 

Ser Pro Glu Arg Leu Ala Ser Tyr Arg Arg Glu Leu Glu Leu Arg Ala 
405 410 415 

Glu Gin Gly His Pro Thr Thr Phe Val Asp Leu Trp Ala Leu Val Leu 

420 425 430 

Glu Ser Met Leu His Gly Gin Val Met Asp Gin Lys Leu Ser Gly Gin 
435 440 445 

Arg Ala Ala Leu Glu Arg Gly Gin Asn Pro Leu Pro Leu Tyr Leu Ser 
450 455 460 



Leu Asn Val Lys Glu Asn Asn Leu Glu Thr Leu Asp Phe Lys Glu Trp 
465 470 475 480 
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Val Glu Phe Ser Pro Tyr Glu Val Gly Phe Leu Lys Tyr Gly Ala Phe 

485 490 495 

Val Pro Pro Glu Leu Phe Gly Ser Glu Phe Phe Met Gly Arg Leu Met 

500 505 510 

Arg Arg He Pro Glu Pro Arg He Cys Phe Leu Glu Ala He Trp Ser 

515 520 525 

Asn lie Phe Ser Leu Asn Leu Leu Asp Ala Trp Tyr Asp Leu Thr Ser 

530 535 540. 

Ser Gly Glu Ser Trp Lys Gin His He Lys Asp Lys Thr Arg Ser Leu 
545 550 555 560 

Glu Lys Glu Pro Leu Thr Thr Ser Gly Thr Ser Ser Arg Leu Glu Ala 

565 570 575 

Ser Trp Leu Gin Pro Gly Thr Ala Leu Ala Gin Ala Phe Lys Gly Phe 

580 585 590 

Leu Thr Gly Arg Pro Leu His Gin Arg Ser Pro Asn Phe Leu Gin Gly 
595 600 605 

Leu Gin Leu His Gin Asp Tyr Cys Ser His Lys Asp Phe Ser Thr Trp 
610 615 620 



Ala Asp Tyr Gin Leu Asp Ser Met Pro Ser Gin Leu Thr Pro Lys Glu 
625 630 635 640 



4 3 



ffi§E#2 003-3010132 



4f 2 002 — 00843 



Pro Arg Leu Cys Leu Val Asp Ala Ala Tyr Phe He Asn Thr Ser Ser 

645 650 655 

Pro Ser Met Phe Arg Pro Gly Arg Arg Leu Asp Leu He Leu Ser Phe 
660 665 670 

Asp Tyr Ser Leu Ser Ala Pro Phe Glu Ala Leu Gin Gin Thr Glu Leu 

675 680 685 

Tyr Cys Arg Ala Arg Gly Leu Pro Phe Pro Arg Val Glu Pro Ser Pro 
690 695 700 

Gin Asp Gin His Gin Pro Arg Glu Cys His Leu Phe Ser Asp Pro Ala 

705 . 710 715 720 

Cys Pro Glu Ala Pro He Leu Leu His Phe Pro Leu Val Asn Ala Ser 

725 730 735 

Phe Lys Asp His Ser Ala Pro Gly Val Gin Arg Ser Pro Ala Glu Leu 

740 745 750 

Gin Gly Gly Gin Val Asp Leu Thr Gly Ala Thr Cys Pro Tyr Thr Leu 
755 760 765 

Ser Asn Met Thr Tyr Lys Glu Glu Asp phe Glu Arg Leu Leu Arg Leu 
770 775 780 

Ser Asp Tyr Asn Val Gin Thr Ser Gin Gly Ala He Leu Gin Ala Leu 

4 4 2003-3010132 
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795 800 

Arg Thr Ala Leu Lys His Arg Thr Leu Glu Ala Arg Pro Pro Arg Ala 

805 . 810 815 

Gin Thr 
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cPLAjdf 

cPLA t jS 
242 

cPLA 2 r 



GS2I01StKttcPLA 2 <Offil^tt 
GLS^S 
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GVSGS 
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15 
19 



GS21015 0 

cPLA^OIBHfi: 31.3% 
cFLA^^DfcHtt 45,9% 
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